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engineered antibodies with specificity for a
single tumor-related epitope. They can be used
to target the delivery of chemotherapeutic
agents, disrupt growth signaling, and promote

immune system to quickly address known
threats, and cancer vaccines are no different.
Viaccines already exist for HPV-induced cervical
cancer and HBV-induced liver cancer, and new

cells express cell-surface proteins that

can shut down an immune cell's response,
improving the odds that a cancer cell will be
able to grow into a tumor. By short circuiting
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UNLOCKING CANCER'S
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between the immune system and the development, progression, and treatment of
cancer. With over a century's worth of discoveries as the guide, the past decade has
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the patient’s response to therapies, monitoring
Cancer progression, response, or remission.

TUMOR IMMUNOGENICITY DETERMINATION:

response to treatment, including mutational
load, epigenetics, microenvironment, and the
microbiome.
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interactions between the immune system and cancer, guiding therapeutic development.
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TUMOR RESPONSE: A tumor’s response to
atherapyis multidimensional, and multiplexed

downregulate pro- or antitumorigenic states,
shedding light on new therapeutic targets.
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My hope for
patients like me
is for breakthroughs
that lead to earlier
cancer detection
and effective
treatments the
first time.

Francis, Battling cancer

There’s nothing more
personal than genomics

Powerful stories. New possibilities. Francis, and others like him, inspire us to create the
genomic solutions that help researchers uncover new biologic insights that advance cancer’s
identification and treatment. lllumina next-generation sequencing and array-based solutions are
designed to help researchers achieve deeper and more accurate analysis of a tumor’s molecular
profile. Our hope is to accelerate discoveries that will improve the entire cancer care continuum
from earliest detection to companion diagnostics and personalized treatments.

Together we’ll advance precision medicine and improve human health.
www.illumina.com/immuno-oncology

Genomic solutions to transform possibility into progress.
Oncology | Reproductive Health | Inherited Conditions | HLA
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Shaping the future of individualized
answers in cancer genomics

Advances in genomic sequencing and data analysis promise to revolutionize health care through
precision medicine. ldentifying individual variations in genes and correlating them to known
outcomes and phenotypes allows for disease susceptibility, prediction of response to medications,
preventive care, and therapeutic treatment to be more precisely tailored to the individual than ever
before. Thanks to technological advances and efficiencies of scale, scientists and clinicians have an
increasingly wide array of tools for uncovering genetic variants in patients.

Projects such as the U.S. federal government's Precision Medicine Initiative and the 100,000
Genomes Project (UK), the latter powered by lllumina sequencing technology, are building the
evidence base to guide the clinical use of genomic data.

Oncology is at the forefront of precision medicine; already, a number of therapies are assigned based
on the molecular and genomic qualities of the cancer. We anticipate a day where precisely tailored
therapies based on an individual’s unique genetic information will be standard-of-care. We need to
ensure that the proper educational efforts in genomic medicine are in place today, in anticipation of
the reimbursement and guideline setting activities required in the near future.

A global leader in DNA sequencing and array-based solutions, lllumina is dedicated to improving
human health by unlocking the power of the genome. Serving customers in the research, clinical,

and applied markets, lllumina technology is responsible for generating more than 90% of the world’s
sequencing data.” Through collaborative innovation, lllumina is fueling groundbreaking advancements
in oncology, reproductive health, genetic disease, and beyond. By empowering large-scale analysis
of genetic variation and function, lllumina is enabling studies that were not imaginable just a few years
ago, moving us closer to the realization of precision medicine.

*Data calculations on file. lllumina, Inc., 2015.

www.illumina.com/immuno-oncology Hlumina

IMMUNO-ONCOLOGY: ADVANCING BIOLOGICAL THERAPRPY

Since | was 5,

I've had so many
procedures. My wish
is for better treatment.
Never give up—let’s
Kick cancer together.

Jordan, cancer slayer

There’s nothing more
personal than genomics

Powerful stories. New possibilities. Every day Jordan wakes up to wage battle

with her rare brain tumor, combating both the tumor itself and the treatment that left
her in a wheelchair. Jordan and brave children like her, inspire us to create the genomic
solutions that will make precision treatment for rare and childhood cancers possible.
Our hope for the future is that children like Jordan can simply enjoy being children.

Together we’ll advance precision medicine and improve human health.
www.illumina.com/immuno-oncology

Genomic solutions to transform possibility into progress.
Oncology | Reproductive Health | Inherited Conditions | HLA
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